Medtr7g067450
Medtr7g067450.1
MtLAX3
Medtr3g072870 Medtr3g072870.1
MtLAX4

Medtr4g415390
Medtr4g415390.1
MtLAX5
Medtr4g073770
Medtr4g073770.1
Phaseolus vulgaris PvLAX1
Phvul.001G241500 Phvul.001G241500.1
PvLAX2
Phvul.008G106300 Phvul.008G106300.1
PvLAX3
Phvul.008G225300 Phvul.008G225300.1
PvLAX4
Phvul.009G120700 Phvul.009G120700.1
PvLAX5
Phvul.009G122200 Phvul.009G122200.1
PvLAX6
Phvul.010G003600 Phvul.010G003600.1
PvLAX7
Phvul.011G034000 Phvul.011G034000.1 
Lotus japonicus
ZmLAX2
GRMZM2G129413 GRMZM2G129413_T01
ZmLAX3
GRMZM2G127949 GRMZM2G127949_T01
ZmLAX4
GRMZM2G045057 GRMZM2G045057_T01
ZmLAX5
GRMZM2G067022 GRMZM2G067022_T02
Supplementary Table S2 . Primers used in qPCR analyses.
Gene name Locus ID Forward primer (5'-3') Reverse primer (5'-3')
GmLAX1
Glyma.01G114000 TGTGCCACCACTGTTTTCAT GTGTGCGTGACATTTTCCAC GmLAX2
Glyma.02G255800 CCGACAGAATGCTGTTGAGA CCAAATCCAAATCCAACCAC GmLAX3
Glyma.03G063600 CTGGCAGGGTTTTGCATTAT GCCTGTGCATTTCATAGCAA GmLAX4
Glyma.03G063900 CTCCTTTCTTCATGCCAAGC GTTCAGGGCATTGGTAGCAT GmLAX5
Glyma.04G004800 TTGTGGTGGTGTGGGTTCTA GCGGTTGAGTTGATGGAAGT GmLAX6
Glyma.04G252300 GCCAGCCCCTATACGAACTT GCTACGTAGGGGGAGGAAAG GmLAX7
Glyma.06G004500 AAAATGTTACCAGTGCCCCA CTAGCTAGCGATGAATGGGC GmLAX8
Glyma.06G110200 TGTCAGCTAAAGGTGCGATG AGAGGGAGAACGCAAATCAA GmLAX9
Glyma.07G147000 GCCACAGCTCATATGCTCAC ACCAAAACCCACACCACAAT GmLAX10
Glyma.11G106000 GTGTTACCAATGCCCTCCAC TAGGGTGCGGCTTCATAGAT GmLAX11
Glyma.11G228300 GCGAGGTTACCTGTGGTGAT AGCAGGGATGATGTAAACGG GmLAX12
Glyma.12G030900 GTGTTACCAATGCCCTCCAC CCTAGGGTGTGGCTTCATATA GmLAX13
Glyma.14G060700 AGGGACACATCAGCATCTCC ACCAAAATGATTCGAAAGCG GmLAX14
Glyma.18G029000 ATTTGGGTTTGCTTGTACGC ATCACCACAGGTAACCTCGC GmLAX15
Glyma.18G198400 ATTGTGGTGTGGGTTTTGGT GGCTTGCATTGGTAGCATTT GmUBI3
Glyma.20g141600 GTGTAATGTTGGATGTGTTCCC ACACAATTGAGTTCAACACAAACCG 
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